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 TIA1 Rabbit mAb [VJ33] 

 

 

Information: 

Applications Reactivity: UniProt ID: MW(kDa) Host Isotype Size 

WB,IHC H P31483 42,43 kDa Rabbit IgG 100ul,200ul 

 

Applications detail： Application Dilution 

 WB 1:1000-2000 

 IHC 1:100 

   

 The optimal dilutions should be determined by the end user 

 

Conjugate： 

UnConjugate 

Form： 

Liquid 

sensitivity： 

Endogenous 

Purification： 

Protein A purification 

Specificity： 

Antibody is produced by immunizing animals with a synthetic peptide at the sequence of human TIA1  

Storage buffer and conditions： 

Antibody store in 10 mM PBS, 0.5mg/ml BSA, 50% glycerol（buffer）.   

Shipped at 4°C. Store at-20°C or -80°C.  

Products are valid for one natural year of receipt.Avoid repeated freeze / thaw cycles.  

Tissue specificity： 

Expressed in heart, small intestine, kidney, liver, lung, skeletal muscle, testes, pancreas, and ovary (at protein 

level).. 

Subcellular location: 

Nucleus. Cytoplasm. Cytoplasm, Stress granule.  

Function： 

Introduction: WB: Western Blot IP: Immunoprecipitation IHC: Immunohistochemistry ChIP: Chromatin Immunoprecipitation ICC/IF: Immunocytochemistry/ 

Immunofluorescence F: Flow Cytometry  

Cross Reactivity: H: human M: mouse R: rat Hm: hamster Mk: monkey Vir: virus Mi: mink C: chicken Dm  D. melanogaster X: Xenopus Z: zebrafish B: bovine 

Dg: dog Pg: pig  Hr: horse 

 

Cat NO. :A31138 
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  RNA-binding protein involved in the regulation of alternative pre-RNA splicing and mRNA translation by binding 

to uridine-rich (U-rich) RNA sequences (PubMed:8576255, PubMed:11106748, PubMed:12486009, 

PubMed:17488725). Binds to U-rich sequences immediately downstream from a 5' splice sites in a uridine-rich 

small nuclear ribonucleoprotein (U snRNP)-dependent fashion, thereby modulating alternative pre-RNA splicing 

(PubMed:11106748, PubMed:8576255). Preferably binds to the U-rich IAS1 sequence in a U1 snRNP-dependent 

manner,this binding is optimal if a 5' splice site is adjacent to IAS1 (By similarity). Activates the use of 

heterologous 5' splice sites,the activation depends on the intron sequence downstream from the 5' splice site, 

with a preference for a downstream U-rich sequence (PubMed:11106748). By interacting with SNRPC/U1-C, 

promotes recruitment and binding of spliceosomal U1 snRNP to 5' splice sites followed by U-rich sequences, 

thereby facilitating atypical 5' splice site recognition by U1 snRNP (PubMed:11106748, PubMed:12486009, 

PubMed:17488725). Activates splicing of alternative exons with weak 5' splice sites followed by a U-rich stretch 

on its own pre-mRNA and on TIAR mRNA (By similarity). Acts as a modulator of alternative splicing for the 

apoptotic FAS receptor, thereby promoting apoptosis (PubMed:11106748, PubMed:1934064, PubMed:17488725). 

Binds to the 5' splice site region of FAS intron 5 to promote accumulation of transcripts that include exon 6 at the 

expense of transcripts in which exon 6 is skipped, thereby leading to the transcription of a membrane-bound 

apoptotic FAS receptor, which promotes apoptosis (PubMed:11106748, PubMed:1934064, PubMed:17488725). 

Binds to a conserved AU-rich cis element in COL2A1 intron 2 and modulates alternative splicing of COL2A1 exon 

2 (PubMed:17580305). Also binds to the equivalent AT-rich element in COL2A1 genomic DNA, and may thereby 

be involved in the regulation of transcription (PubMed:17580305). Binds specifically to a polypyrimidine-rich 

controlling element (PCE) located between the weak 5' splice site and the intronic splicing silencer of CFTR 

mRNA to promote exon 9 inclusion, thereby antagonizing PTB1 and its role in exon skipping of CFTR exon 9 

(PubMed:14966131). Involved in the repression of mRNA translation by binding to AU-rich elements (AREs) 

located in mRNA 3' untranslated regions (3' UTRs), including target ARE-bearing mRNAs encoding TNF and 

PTGS2 (By similarity). Also participates in the cellular response to environmental stress, by acting downstream 

of the stress-induced phosphorylation of EIF2S1/EIF2A to promote the recruitment of untranslated mRNAs to 

cytoplasmic stress granules (SGs), leading to stress-induced translational arrest (PubMed:10613902). Formation 

and recruitment to SGs is regulated by Zn(2+) (By similarity). Possesses nucleolytic activity against cytotoxic 

lymphocyte target cells (PubMed:1934064).., [Isoform Short]: Displays enhanced splicing regulatory activity  

Validation Data： 

 

TIA1 Rabbit mAb [VJ33]  Images 

 

 

IMPORTANT: For western blots, incubate membrane with diluted primary antibody in 1% w/v Milk, 1X TBST at 4°C overnight. 

View more information on http://naturebios.com 

Western blot（SDS PAGE） analysis of extracts from Wild-

type HAP1 cells.Using TIA1Rabbit mAb [VJ33] at dilution 

of 1:1000 incubated at 4℃ over night. 

 


