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SETDB1 Mouse mAb[K415] Cat NO. :A84427
a 50

Information:
Applications Reactivity: UniProt ID: MW(kDa) Host Isotype Size
WB,IHC HM,R Q15047 170kda Mouse 19G 50ul 100ul,200ul
Applications detail: Application Dilution
wB 1:1000-2000
IHC 1:100
The optimal dilutions should be determined by the end user
Conjugate:
UnConjugate
Form:
Liquid
sensitivity:
Endogenous
Purification:

Protein A purification

Specificity:

Antibody is produced by immunizing animals with a synthetic peptide of human SETDB1.
Storage buffer and conditions:

Antibody store in 10 mM PBS, 0.5mg/ml BSA, 50% glycerol (buffer) .

Shipped at 4°C. Store at-20°C or -80°C.

Products are valid for one natural year of receipt.Avoid repeated freeze / thaw cycles.
Tissue specificity

Widely expressed. High expression in testis.

Subcellular location:

Nucleus. Cytoplasm. Chromosome.

Function:
Histone methyltransferase that specifically trimethylates ‘Lys-9' of histone H3. H3 'Lys-9' trimethylation

represents a specific tag for epigenetic transcriptional repression by recruiting HP1 (CBX1, CBX3 and/or CBX5)

proteins to methylated histones. Mainly functions in euchromatin regions, thereby playing a central role in the
silencing of euchromatic genes. H3 'Lys-9' trimethylation is coordinated with DNA methylation

(PubMed:12869583). Required for HUSH-mediated heterochromatin formation and gene silencing. Forms a
complex with MBD1 and ATF7IP that represses transcription and couples DNA methylation and histone 'Lys-9’
trimethylation (PubMed:27732843, PubMed:14536086). Its activity is dependent on MBD1 and is heritably

Introduction: ws: western Blot IP: Immunoprecipitation IHC: Immunohistochemistry ChIP: Chromatin Immunoprecipitation ICCAF: Immunocytochemistry/

Immunofluorescence F: Flow Cytometry

Cross Reactivity: H: human M: mouse R: rat Hm: hamster Mk: monkey Vir: virus Mi: mink C: chicken Dm D. melanogaster X: Xenopus Z: zebrafish B: bovine

Dg: dog Pg: pig Hr: horse
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maintained through DNA replication by being recruited by CAF-1 (PubMed:14536086,). SETDB1 is targeted to
histone H3 by TRIM28/TIF1B, a factor recruited by KRAB zinc-finger proteins. Probably forms a corepressor
complex required for activated KRAS-mediated promoter hypermethylation and transcriptional silencing of tumor
suppressor genes (TSGs) or other tumor-related genes in colorectal cancer (CRC) cells (PubMed:24623306).
Required to maintain a transcriptionally repressive state of genes in undifferentiated embryonic stem cells
(ESCs) (PubMed:24623306). In ESCs, in collaboration with TRIM28, is also required for H3K9me3 and silencing of
endogenous and introduced retroviruses in a DNA-methylation independent-pathway (By similarity). Associates
at promoter regions of tumor suppressor genes (TSGs) leading to their gene silencing (PubMed:24623306). The
SETDB1-TRIM28-ZNF274 complex may play a role in recruiting ATRX to the 3'-exons of zinc-finger coding genes
with atypical chromatin signatures to establish or maintain/protect H3K9me3 at these transcriptionally active
regions (PubMed:27029610)..

Validation Data:

SETDB1 Mouse mAb[K415] Images
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IMPORTANT: For western blots, incubate membrane with diluted primary antibody in 1% w/v Milk, 1X TBST at 4°C overnight.
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